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Global Summary

%DE = 0.05

# genes with fdr < 0.2  = 641  ( 380 + / 261  −)

# genes with fdr < 0.1  = 516  ( 305 + / 211  −)

# genes with fdr < 0.05  = 403  ( 245 + / 158  −)

# genes with fdr < 0.01 = 259  ( 163 + / 96  −)

# genes in genesets = 13152

<FC> = 0

<t−score> = 0.04

<p−value> = 0.24

<fdr> = 0.95
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Global Genelist

Rank
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keratin 5 [Source:HGNC Symbol;Acc:HGNC:6442]

CD163 molecule [Source:HGNC Symbol;Acc:HGNC:1631]

Src like adaptor [Source:HGNC Symbol;Acc:HGNC:10902]

insulin like growth factor 2 mRNA binding protein 3 [Source:HGNC Symbol;Acc:HGNC:28868]

forkhead box G1 [Source:HGNC Symbol;Acc:HGNC:3811]

Zic family member 1 [Source:HGNC Symbol;Acc:HGNC:12872]

T cell leukemia/lymphoma 1B [Source:HGNC Symbol;Acc:HGNC:11649]

stratifin [Source:HGNC Symbol;Acc:HGNC:10773]

cancer/testis antigen 1A [Source:HGNC Symbol;Acc:HGNC:24198]

cancer/testis antigen 1A [Source:HGNC Symbol;Acc:HGNC:24198]

joining chain of multimeric IgA and IgM [Source:HGNC Symbol;Acc:HGNC:5713]

major histocompatibility complex, class II, DQ alpha 1 [Source:HGNC Symbol;Acc:HGNC:4942]

CD163 molecule [Source:HGNC Symbol;Acc:HGNC:1631]

immunoglobulin heavy constant epsilon [Source:HGNC Symbol;Acc:HGNC:5522]

RAB25, member RAS oncogene family [Source:HGNC Symbol;Acc:HGNC:18238]

major histocompatibility complex, class II, DR beta 4 [Source:HGNC Symbol;Acc:HGNC:4952]

peptidyl arginine deiminase 2 [Source:HGNC Symbol;Acc:HGNC:18341]

ryanodine receptor 1 [Source:HGNC Symbol;Acc:HGNC:10483]

cancer/testis antigen 1A [Source:HGNC Symbol;Acc:HGNC:24198]

epithelial cell adhesion molecule [Source:HGNC Symbol;Acc:HGNC:11529]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset

Overexpressed

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20

12.17

11.34

11.02

10.98

10.26

10.01

9.84

9.75

9.59

9.34

9.33

9.28

9.1

9.08

9.08

9.03

8.89

8.85

8.7

8.61

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

NULL

2240

1813

2374

2375

3724

3734

1930

2148

2507

1984

56

1729

3150

2408

2254

2602

2417

3918

1747

2867

Chromatin states

Chromatin states

Chromatin states

Chromatin states
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GSEA C2
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Chromatin states

Chromatin states

1_TssP_Fibroblasts

8_EnhP_Fibroblasts

9_ReprPCWk_Fibroblasts

10_ReprPC_Fibroblasts

Tcells peripheral blood_12_EnhBiv

Tcells peripheral blood_13_ReprPC

Fetal_TssA

10_ReprPC_Skeletal_Muscle

Mid_Frontal_Lobe_ReprPC

10_ReprPC_Melanocytes

KLEIN_PRIMARY_EFFUSION_LYMPHOMA_DN

8_EnhP_Skeletal_Muscle

monocytes peripheral blood_13_ReprPC

9_ReprPCWk_Skeletal_Muscle

10_ReprPC_MSC_Adipocyte

natural killer cells peripheral blood_12_EnhBiv

9_ReprPCWk_Melanocytes

Tcells peripheral blood_14_ReprPCWk

10_TssBiv_ESC_Mesoderm

9_ReprPCWk_MSC_Adipocyte
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−10.46
−9.88
−9.45
−9.43
−9.08
−8.99
−8.57
−8.38
−8.38
−8.29
−8.28
−8.01
−7.93
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Overlap_fetal_midbrain_ReprPC
Tcells peripheral blood_1_TssA
monocytes peripheral blood_1_TssA
RNA binding
natural killer cells peripheral blood_1_TssA
T CD8+ naive cells peripheral blood_4_Tx

translation
HSC_4_Tx
5_Tx_Neuronal_Progenitor

DODD_NASOPHARYNGEAL_CARCINOMA_DN
monocytes peripheral blood_2_TssAFlnk

2_TssA_Fibroblasts
Bcells peripheral blood_1_TssA

translational initiation
Overlap_fetal_midbrain_HetRpts

HSC_1_TssA
Tcells peripheral blood_4_Tx

4_Tx_ESC_Endoderm
monocytes peripheral blood_4_Tx
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